SabnoneUa typhimurium possess at least one membrane-bound nucleoside diphoosphate sugar hydrolase (4, 9) , whereas enzymes with the same activity in Escherichia coli are penplasmic (4, 5, 8) . The E. coli enzymes are an ADP glucos hydrolase and a UDP-glucose hydrolase (5) . Only the gene specifying the latter enzyme has as yet been mapped and is located in the proC-purE region (2) . However, it is of some interest, in view of the different locations of the enzymes in Sablonella and E. coli, to enquire whether the SalmoneUa gene(s) is located in a homologous position (10) to the genes specifying dmilar activities in E. coli. The E. coli mutant lacking UDP-glucose hydrolase (ush) was detected on the basis of the absence of the 5'-nucleotidase activity also associated with that enzyme (1 Fig. 1 ). Because our recipient lacks UDP-glucose hydrolase activity, and because of the absence of a selection technique for Ush' recombnts we assayed sonic extracts of each recombinant for this activity. We first searched theproC-pwuE region (Fig. 1) , where the E. coli ush gene maps (2) , with negative results (Table 2 ). However, we found that ca. 60 to 70% of MetA+ recombinants did become UDP-glucose hydrolase positive (Table 2) ; they retain the other genetic markers of the E. coli recipient. We have ascertained that: (i) The UDP-glucose hydrolase activity in these Ush+ recombinants is particulate in nature in that >90% of the activity sediments at 2,000 x g. As in the case of enzyme secretion (13, 14) , the fact that the Salmonella hydrolase is particulate when synthesized in E. coli indicates that its location in the cell is a property ofthe enzyme and/or mRNA itself, rather than of the membrane, with the reservation that other genes, which conceivably could be involved in localization, are also transferred (s10% of the genome). (ii) The Ush+ recombinants lack 5'-nucleotidase activity (<5% of the specific activity 'Extracts of recombinants were assayed for UDP-glucose hydrolase by using the coupled spectrophotometric assay of Glaser et al. (4) . The specific activity of UDP-glucose hydrolase in S. typhinurium SA966 (3.2 U/mg-, 1 U is the change in the absorbance at 340 nm per min) was similar to that in the recombinants. Less than 2% of this activity was not detectable. Origins of transfer for the Hfr donors and relevant markers are illustrated in Fig. 1 . Selection against the donor in conjugal crosses was with streptomycin. in toluenized cells of an E. coli control using the assay described in reference 1). We conclude that a gene in Salmonella specifying UDP-glucose hydrolase maps within a 10% segment of the chromosome between the points of origin of the donor strains SR305 and SA966 (Fig. 1) , near metA.
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